
1 

Xianqing Jia 
Prof., Ph.D. in Plant Biology  

Research in: Plant Evolution&Devolpment, Plant Nutrition, Genome Biology, Bioinformatics 

Address: College of Life Sciences, Northwest University, 229 North Taibai Road, Xi’an, 710069, CN 

Phone: +86 155-9487-8128        E-mail: jiaxianqing@nwu.edu.cn          Lab website: www.jialab.life 
 

 

Employment 

2023.09–Present College of Life Sciences, Northwest University, Professor, PI  
Projects: Evolution of phosphate signaling in Plantae; Origin and evolution of genetic 

regulatory networks controlling plants-microbes interaction; Evolution of cis-

elements of nutrient-starvation response. [Lab website]  

2023.02–2023.05 School of Biosciences, University of Nottingham, Visiting Postdoc 
Projects: Root architectures shaped by plants-microbes interaction. 

Mentor: Prof. Gabriel Castrillo [Lab website]  

2020.07–2023.09 Chinese Academy of Agricultural Sciences, Postdoc 
Projects: Evolution of phosphate storage forms in Plantae; Origin and evolution of SA 

signaling pathway; Impact of nutrients on alternative splicing.  

Mentor: Prof. Keke Yi [Lab website]  

 

Education 

2017.09–2020.06 Nanjing University, Ph.D. in Biology 
Thesis: Recombination assessment based on a reporting system at the rice SD1 locus 

Advisors: Prof. Sihai Yang & Prof. Dacheng Tian [Lab website]  

2014.09–2017.06 Nanjing University, M.S. in Pharmacy engineering 
Thesis: A systematic study on the function and evolution trajectory of OsDof genes  

Advisor: Prof. Sihai Yang & Prof. Dacheng Tian [Lab website] 

2010.09–2014.06 Qinghai University, B.S. in Biotechnology 

 

Research Experiences 

Main projects: 

2023-Now Origin and evolution of regulatory networks controlling plants-microbes interaction  

2022-Now Effects of microbe-induced salicylic acid signaling on nutrient uptake in plant roots  

2021-Now Evolution of phosphate signaling in Plantae 

http://www.jialab.life/
https://jialab.life/
http://www.gabrielcastrillo.com/
https://yilab.life/
https://gattaca.nju.edu.cn/
https://gattaca.nju.edu.cn/
https://orcid.org/0000-0003-2033-2048
https://scholar.google.com/citations?user=FL4RJsIAAAAJ&hl=en
https://github.com/jiaxianqing
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Publications: The Plant Cell, 2022; Journal of Cleaner Production, 2022; Plant Physiology and 

Biochemistry, 2023; Trends in Plant Science, 2023; New Phytologist, 2023 

2020-2022 Origin and evolution of salicylic acid biosynthesis and signaling in Plantae 
Publications: Molecular Plant, 2023; New Phytologist, 2023 

2020-2022 Revolution of phosphate storage forms in plant evolution 

Publications: Molecular Plant, 2021; New Phytologist 2021; Plant Biotechnology Journal, 2023; 

2016-2020 CRISPR-based assessment and evolutionary analysis of the Dof gene family in rice  
Publications: The Plant Journal, 2021 

2015-2019 Assessment of meiotic and mitotic recombination events in rice 
Publications: The Plant Journal, 2019; Journal of Plant Physiology, 2020; PLOS Biology, 2021. 

 

Publications (# co-first author, * co-corresponding author) 

1. Zhao, B., Jia. X.#, Yu N., Murray J., Yi, K., & Wang E. (2024). Microbe-dependent and Independent 
Nitrogen and Phosphate Acquisition in Plants. New Phytologist, 242(4), 1507–1522. [Link] 

2. Wang, L., Jia, X.#,*, Xu, L., Yu, J., Ren, S., Yang, Y., Wang, K., López-Arredondo, D., Herrera-Estrella, L., 
Lambers, H., & Yi, K. (2023). Engineering microalgae for water phosphorus recovery to close the 
phosphorus cycle. Plant Biotechnology Journal, 21(7), 1373–1382. [Link] 

3. Jia, X., Wang, L., Nussaume, L., & Yi, K. (2023). Cracking the code of plant central phosphate 
signaling. Trends in Plant Science, 28(3), 267–270. [Link] 

4. Jia, X., Wang, L., Zhao, H., Zhang, Y., Chen, Z., Xu, L., & Yi, K. (2023). The origin and evolution of 
salicylic acid signaling and biosynthesis in plants. Molecular Plant, 16(1), 245–259. [Link]  

5. Guo, M., Zhang, Y., Jia, X.#, Wang, X., Zhang, Y., Liu, J., Yang, Q., Ruan, W., & Yi, K. (2022). Alternative 
splicing of REGULATOR OF LEAF INCLINATION 1 modulates phosphate starvation signaling and 
growth in plants. The Plant Cell, 34(9), 3319–3338. [Link] 

6. Zhang, Y., Wang, L., Guo, Z., Xu, L., Zhao, H., Zhao, P., Ma, C., Yi, K., & Jia, X.* (2022). Revealing the 
underlying molecular basis of phosphorus recycling in the green manure crop Astragalus sinicus. 
Journal of Cleaner Production, 341, 130924. [Link] 

7. Wang, X., Wang, B., Song, Z., Zhao, L., Ruan, W., Gao, Y., Jia, X.*, & Yi, K. (2022). A spatial–temporal 
understanding of gene regulatory networks and NtARF-mediated regulation of potassium 
accumulation in tobacco. Planta, 255(1), 1–15. [Link] 

8. Yu, L., Ma, S., Zhang, X., Tian, D., Yang, S., Jia, X.*, & Traw, M. B. (2021). Ancient rapid functional 
differentiation and fixation of the duplicated members in rice Dof genes after whole genome 
duplication. The Plant Journal, 108(5), 1365–1381. [Link] 

9. Jia, X., Wang, L., Zeng, H., & Yi, K. (2021). Insights of intracellular/intercellular phosphate transport 
and signaling in unicellular green algae and multicellular land plants. New Phytologist, 232(4), 
1566–1571. [Link] 

10. Wang, L., Jia, X.#, Zhang, Y., Xu, L., Menand, B., Zhao, H., Zeng, H., Dolan, L., Zhu, Y., & Yi, K. (2021). 
Loss of two families of SPX domain-containing proteins required for vacuolar polyphosphate 
accumulation coincides with the transition to phosphate storage in green plants. Molecular Plant, 
14(5), 838–846. [Link] 

https://onlinelibrary.wiley.com/doi/abs/10.1111/nph.19263
https://onlinelibrary.wiley.com/doi/full/10.1111/pbi.14040
https://www.cell.com/trends/plant-science/abstract/S1360-1385(22)00329-6
https://www.sciencedirect.com/science/article/abs/pii/S1674205222004373
https://doi.org/10.1093/plcell/koac161
https://www.sciencedirect.com/science/article/pii/S0959652622005625
https://link.springer.com/article/10.1007/s00425-021-03790-2
https://onlinelibrary.wiley.com/doi/10.1111/tpj.15516
https://onlinelibrary.wiley.com/doi/abs/10.1111/nph.17716
https://doi.org/10.1371/journal.pbio.3001164
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11. Jia, X., Zhang, Q., Jiang, M., Huang, J., Yu, L., Traw, M. B., Tian, D., Hurst, L. D., & Yang, S. (2021). 
Mitotic gene conversion can be as important as meiotic conversion in driving genetic variability in 
plants and other species without early germline segregation. PLOS Biology, 19(3), e3001164. [Link]  

12. Jia, X., Yu, L., Tang, M., Tian, D., Yang, S., Zhang, X., & Traw, M. B. (2020). Pleiotropic changes 
revealed by in situ recovery of the semi-dwarf gene sd1 in rice. Journal of Plant Physiology, 248, 
153141. [Link] 

13. Jia, X., Zhang, Y., Zhang, Q., Zhao, Q., Traw, M. B., Wang, L., Tian, D., Wang, C., & Yang, S. (2019). High-
resolution insight into recombination events at the SD1 locus in rice. The Plant Journal, 97(4), 
683–692. [Link] 

14. Memon, S., Jia, X.#, Gu, L., & Zhang, X. (2016). Genomic variations and distinct evolutionary rate of 
rare alleles in Arabidopsis thaliana. BMC Evolutionary Biology, 16(1), 25. [Link] 

15. Yu, J., Wang, L., Jia, X., Wang, Z., Yu, X., Ren, S., Yang, Y., Ye, X., Wu, X., Yi, K., & Zhu, Y. (2023). Different 
microbial assembly between cultivated and wild tomatoes under P stress. Soil Science and 
Environment, 2(1), Article SSE-2023-0010. [Link] 

16. Yang, Y., Ren, S., Jia, X., Zeng, H., Wang, L., Zhu, Y., & Yi, K. (2023). Measurement of total phosphorus 
and polyphosphate in Chlamydomonas reinhardtii. Bio-Protocol, 13(11), e4692. [Link] 

17. Xu, L., Zhao, H., Wang, J., Wang, X., Jia, X., Wang, L., Xu, Z., Li, R., Jiang, K., Chen, Z., Luo, J., Xie, X., & Yi, 
K. (2023). AIM1-dependent high basal salicylic acid accumulation modulates stomatal aperture in 
rice. New Phytologist, 238(4), 1420–1430. [Link] 

18. Dai, S., Wu, H., Chen, H., Wang, Z., Yu, X., Wang, L., Jia, X., Qin, C., Zhu, Y., Yi, K., & Zeng, H. (2023). 
Comparative transcriptome analyses under individual and combined nutrient starvations provide 
insights into N/P/K interactions in rice. Plant Physiology and Biochemistry, 197, 107642. [Link] 

19. Xiong, H., Wang, R., Jia, X., Sun, H., & Duan, R. (2022). Transcriptomic analysis of rapeseed (Brassica 
napus. L.) seed development in Xiangride, Qinghai Plateau, reveals how its special eco-environment 
results in high yield in high-altitude areas. Frontiers in Plant Science, 13, 927418. [Link] 

20. Huo, Y., Zhao, Y., Xu, L., Yi, H., Zhang, Y., Jia, X., Zhao, H., Zhao, J., & Wang, F. (2021). An integrated 
strategy for target SSR genotyping with toleration of nucleotide variations in the SSRs and flanking 
regions. BMC Bioinformatics, 22(1), 429. [Link] 

21. Wang, L., Ji, Y., Hu, Y., Hu, H., Jia, X., Jiang, M., Zhang, X., Zhao, L., Zhang, Y., Jia, Y., Qin, C., Yu, L., Huang, 
J., Yang, S., Hurst, L. D., & Tian, D. (2019). The architecture of intra-organism mutation rate 
variation in plants. PLOS Biology, 17(4), e3000191. [Link] 

Book chapter 

1. Jia, X., Wang, L., & Yi, K. (2023). Crosstalk between Phosphate and Other Nutrients. In Plant 
Phosphorus Nutrition. CRC Press. PP. 48-58. [Link]  

Patents 

1. Yi, K., Wang, L., Jia, X., & Xu, L. (2023). Modified Microalgae for Enhanced Phosphate Uptade 
Involving Overexpression of Psr1 and Optionally Under expression of Ptc1 (Patent 
WO2023198774A1).  

In Process 

 

 

https://www.cell.com/molecular-plant/abstract/S1674-2052(21)00015-0
https://onlinelibrary.wiley.com/doi/abs/10.1111/tpj.14154
http://www.sciencedirect.com/science/article/pii/S0176161720300298
https://doi.org/10.1186/s12862-016-0590-7
https://doi.org/10.48130/SSE-2023-0010
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC10262207/
https://onlinelibrary.wiley.com/doi/abs/10.1111/nph.18842
https://www.sciencedirect.com/science/article/pii/S0981942823001468
https://www.frontiersin.org/articles/10.3389/fpls.2022.927418/full
https://doi.org/10.1186/s12859-021-04351-w
https://journals.plos.org/plosbiology/article?id=10.1371/journal.pbio.3000191
https://www.routledge.com/Plant-Phosphorus-Nutrition/Rouached-Satbhai/p/book/9781032516523
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Conducted and Participated in Grants 

Grants from the National Natural Science Foundation of China (NSFC):  

1. Alternative splicing changes of phosphate starvation response genes mediated by the PHRs-OsPASR module 

(No. 32202593) (PI) 

2. Project funded by China Postdoctoral Science Foundation (No. 2021M693447) (PI) 

3. Study on the molecular mechanism of phosphate homeostasis and remobilization in rice (No. 3213000485)  

4. Assessment of meiosis mutation and recombination in perennial plants (No. 31671322)  

5. Study on the mutation patterns of inter-organ and cell populations in plants (No. 91731308)  

6. Discovery of gene clusters of rice blast resistance and its resistance mechanism research (No. 31870204)  

7. Accumulation patterns and rules of somatic mutations in perennial plants (No. 31970236)  

 

Main Honors and Awards 

2022.08  Excellent Postdoctoral Fellow of the Chinese Academy of Agricultural Sciences 

2021.06  Excellent Doctoral Thesis of Nanjing University 

2020.12  Postdoctoral Innovative Support Program of the Chinese Academy of Agricultural Sciences 

2020.01  Excellent Graduate Student of Nanjing University 

2019.12  National Scholarship for Postgraduates 

2016.12  The First Level Excellence Scholarship of Nanjing University 

2014.06  Excellent Graduates of Qinghai University 

2013.12  Kojima Scholarship  

2012.12  National Scholarship for Undergraduates 

2012.10  Merit Student of Qinghai University 

 

Additional Positions 

2024.1-Now BMC Biology, Editorial Board Member 

2024.3-Now Soil Science and Environment, Young Scientists Editor 

2024.5-Now Agriculture Communications, Young Scientists Editor 
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